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» Human TAF1 qPCR Primer Pair, HIATAF1 qPCR5I#A, FZEMTHTSYBR GreenflJqgPCR. One-Step qRT-PCRE(semi-

>

quantitative PCR, A5 [¥ AL, SidqPCREIE. FURAG I,
gPCR (Quantitative PCR)BIE&PCR, WFRELH % E BPCRE LM & &PCR (Real-time quantitative PCR), SZHfPCR
(Real-time PCR), /2—F{EDNAY ¥ RMIIFEF, PATOLEBNEF DI RAEHE RN (PCREREF=MEEN L, qPCRE
FARIFRN TR SYBR GreenZ ik WY RHEMIREH ., SYBR GreenZud ekl AH AL, IER R AIDNALE &Yk}
SYBR Greens AU PCRISFEHFIREIPCRY /=) ; MitRET1%(Probe method), WHE#F A TagManiRErE, MERDEEH
L, TR IR AR K EE A (Quencher) ARIE I DNATREHE M UE I PCRAGIY B AR 41 (1,2]0

XTSYBR Green¥GuklE, FIMEXREL, REFSIVW™HRABARIFENGIEHERE, METRIGFEERIE, R4
f, V8RR, S _RETERLERK, qPCREGEREE; RRF5IN—MBERESMNE T (Span exon junctions), & 1%
HRNHADNA (gDNA)WYH[3,4]; RZRFINEIWr=RIEEEE, JUFEE TITE AR/NIER; 51N TMEL60°C, KZ4L
=Y (Amplicon) UK EZ190-160bp, R = KRIETRALE A& ME 5@ G Y & (Primer Panel/Primer Array),

AP EATIRG TR, S8 & ER519% (Forward primer, AR _EH7519)f1 A5 (Reverse primer, thWFR NilF5(4) %
1nmol, #2nmol, ~&EEEEE(Nuclease-free), HFEINA400plBAKIARK2.5uM each, BRI, 1%20ulsk25ulikZ
M2ul51Y, AF=&EER DA T200/RgPCRE S,
Gene Information

Gene Name TATA-box binding protein associated factor 1
Gene Symbol TAF1
Synonyms OF; XDP; BA2R; CCGl; CCGS; DYT3; KAT4; P250; NSCL2; TAF2A; MRXS33; N-TAF1;
TAFI1250; DYT3/TAF1; TAFII-250; TAF(I1)250
Organism Human
Gene ID 6872
UniProt ID P21675
Main Accession No. NM_004606

Other Accession No.

NM_001286074, NM_004606, NM_138923, NR_104387, NR_104388, NR_104389,
NR_104390, NR_104391, NR_104392, NR_104393, NR_104394, NR_104395, NR_104396,
NM_138923.1, NM_138923.2, NM_138923.3, NM_004606.1, NM_004606.2, NM_004606.3,
NM_004606.4, NM_001286074.1, BC172427, BP284702, BQ027170

Map Location

Xq13.1

Pathway

Gene Summary

Initiation of transcription by RNA polymerase II requires the activities of more than 70
polypeptides. The protein that coordinates these activities is the basal transcription
factor TFIID, which binds to the core promoter to position the polymerase properly,
serves as the scaffold for assembly of the remainder of the transcription complex, and
acts as a channel for regulatory signals. TFIID is composed of the TATA-binding protein
(TBP) and a group of evolutionarily conserved proteins known as TBP-associated factors
or TAFs. TAFs may participate in basal transcription, serve as coactivators, function in
promoter recognition or modify general transcription factors (GTFs) to facilitate
complex assembly and transcription initiation. This gene encodes the largest subunit of
TFIID. This subunit binds to core promoter sequences encompassing the transcription
start site. It also binds to activators and other transcriptional regulators, and these
interactions affect the rate of transcription initiation. This subunit contains two
independent protein kinase domains at the N- and C-terminals, but also possesses
acetyltransferase activity and can act as a ubiquitin-activating/conjugating enzyme.




Mutations in this gene result in Dystonia 3, torsion, X-linked, a dystonia-parkinsonism
disorder. Alternative splicing of this gene results in multiple transcript variants. This
gene is part of a complex transcription unit (TAF1/DYT3), wherein some transcript
variants share exons with TAF1 as well as additional downstream DYT3 exons. [provided
by RefSeq, Oct 2013]

Amplicon Information

Amplicon Length (bp) | 122
NCBI mRNA ID NM_004606.5
NCBI Protein ID NP_004597.3

Ensembl Transcript ID | ENST00000423759.6

Ensembl Gene ID ENSG00000147133.17
Ensembl mRNA ID TAF1-204
Pt
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REFFM:
-20°CHR17, B EEEITIEY 2%, %R IRRL,
EREI
> PCRY W™ WIHY K AT RE S R R R L e A (R 2 Mg X A 2 o

>

BIRARIN 5= R AR 4F, (BB BGHAT IR RN Z(Melt curve) 7047 DARREY 18 S B AR S, ANSRIUE — Mgt
2Rl (Ot Bz IR IR R EEDNAF I TmfE), WHIRA —F s —r=4); RERhZ BN, Zlgsizigils, mJRe2s5Y)
CRASARR Y R, FAERRADNAG R, XA SIS R, IR E A SER AR (No template control, NTC),
BIVE I 1R 2 B S BRASAR DASNIT AT 2 53, ARAERE AR LRI TE BRSO IR LI R h R 22 57, ATHIMTR G725 [ —RIRSHL e
HUAERE S PR I

> ERNAKRGEIEY B Ys g, MRS % qPCR Mix,

> APERAURT S RIORIER, AT IGRSEEaT, AT aRmRE 5, M aaEm,
> N TIEIRARIERE, E IR — R,

fERFE:

1. PCRIZMARILLHE :

a. FFEA T, 3000-8000 X gl 1438k, DABTFF &IN5 YR8, BEMA400ulBaiK, SEEirETFEERSIER, R
JEEONPREEOLR, FAHEEEREREWITIRS, 154000l 2.5uM eachfyPrimer Mix, B4k # F BeyoPure™
Ultrapure Water (DNase/RNase-Free, Sterile) (ST876),

b. ARSI PCR N A& /AR, SYBR Green qPCR MixFR 2@l HIEA G B Tk LBUk&EWN, HFEFEH
BeyoFast™ SYBR Green gqPCR Mix (2X) (D7260/D7262/D7265). BeyoFast™ SYBR Green One-Step qRT-PCR Kit
(D7268). BeyoFast™ SYBR Green qPCR Mix (2X, Fii544!) (D7501/D7503/D7507)8BeyoFast™ SYBR Green One-Step
qRT-PCR Kit (Bji544%) (D7509).

c. SETFREZRIIKA LIREPCRRMNAR, PL96FLIRFIBeyoFast™ SYBR Green qPCR Mix (2X)Jfl,

Reagent Volume for One PCR Reaction
SYBR Green qPCR Mix (2X) 10ul
Primer Mix (2.5uM each) 2ul
Template DNA 2ul
RNase-Free Water 6ul
Total Volume 20ul

H1: JEESIWLIKRERN0.2-0.5uM eachi IS RIFIVRETURCER, HARIBERE0.1-1.0uM eachyEREIIATES LK

KIE,

12: EHDNABRAEL-10ng cDNANZSER&E, FARYREENR - SH R BRE R IEBORE, Ee®, aliik
Rt P B BN O TR AR R, DA E S ERIBR E F . RT-PCR VA5 EIHIcDNA BRI BRI, HimE A ZEd

PCRMLEAFII10%,

32 96FLIRAUHER IR N AR RN 2001, BA] DARFESEFRSCIR TR, 12 LBy Rekde/ N A 2R

4 BUOKE AR iR,
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d. ARBBHRRREIITIRSSEM VortexiRS, ZRELOEFD, MHRAHRTEIR, M HBeyoFuge™Eml A LR 25Ol
(FEE X, 2500rpm) (E6758) I THIHEIL,
e. KEEFMPCRRMEPCRRMRE TN ERPCRIN |, HisEEPCRIR I,
2. PCRIZPIFER:

fEReal-time PCRR M AT THARMITIAN:, JEHILENISC 25080, B2 GCHAMRIE YIEK KN FZ5-10708, AFfEF 2
ABI QuantStudio™ 6 Flexi& Y€ & PCR{CHH :

© a0 T

f.

b s

FiAE M 95°C 2434,

A5 95°C 158D,

JBK/AEfH: 60°C 15-30%D;

HESEbMS e, BHE40MER,

PRI HT (ATE) . 95°C 158D, 60°C 15%), 95°C 15%);

i D¢t BEPCRIUR IR I AT 45 51,

PLEZSBINEMQPCRIRN RS, (WihS%, LR MNAFRER. 5IMEFNEHARTNSR, FRESER, 5. BN

BRI E B M 5, HRE ELBICR SR/ N A R, EIR NP IEQPCR, WK = TEqPCR, HFREIRK /T
JEn—72°C 308, BEGEELED. cMIMANX—LERIL40 MEAETA],

SEER:
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QHO00001 Human ACTB gPCR Primer Pair 200/1000/5000¢%
QH00005 Human B2M gPCR Primer Pair 200/1000X
QH00009 Human GAPDH gPCR Primer Pair 200/1000/5000¢X
QH00013 Human GUSB gPCR Primer Pair 200/1000¢%
QHO00017 Human HCK qPCR Primer Pair 200/1000¢%
QH00021 Human HMBS gPCR Primer Pair 200/1000¢X
QH00025 Human HPRT1 gPCR Primer Pair 200/1000/X
QH00029 Human HSP90AA1 gPCR Primer Pair 200/1000/X
QHO00033 Human HSP90AB1 qPCR Primer Pair 200/1000¢%
QHO00037 Human LDHA gPCR Primer Pair 200/1000¢%
QH00041 Human NONO gPCR Primer Pair 200/1000¢%
QH00045 Human PGKI1 qPCR Primer Pair 200/1000¢X
QH00049 Human PPIA qPCR Primer Pair 200/1000/X
QH00053 Human RPL30 gPCR Primer Pair 200/1000/X
QH00057 Human RPLPO qPCR Primer Pair 200/1000/5000¢X
QH00061 Human RPLP1 qPCR Primer Pair 200/1000¢%
QH00065 Human SDHA qPCR Primer Pair 200/1000¢%
QH00069 Human TBP qPCR Primer Pair 200/1000¢X
QH00073 Human TFRC gPCR Primer Pair 200/1000/X
QH00077 Human YWHAZ gPCR Primer Pair 200/1000X
QHO00081 Human PPIH gPCR Primer Pair 200/1000¢X
QH00085 Human RPL13A gqPCR Primer Pair 200/1000¢%
QHO00089 Human TUBB gPCR Primer Pair 200/1000/5000¢X
QH00093 Human RNA18S5 qPCR Primer Pair 200/1000¢X

¥ #EFFEHGAPDH, RPLPO. ACTB. TUBBFIB2Mf{EAMNZ, (HUIRIX =FTCEMELR TR, 7 AZEE#E A HPRT18
RNA18SSENNS, NIRZNHRISEIRRR, LIRS 1Prn] Z# / [5-6],
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At S P AR %
QM00002 Mouse Actb qPCR Primer Pair 200/1000/5000¢X
QMO00006 Mouse Rplp0 qPCR Primer Pair 200/1000/5000{%
QMO00010 Mouse B2m gqPCR Primer Pair 200/1000¢X
QM00014 Mouse Gapdh qPCR Primer Pair 200/1000/5000¢%
QMO00018 Mouse Hck gPCR Primer Pair 200/1000¢%
QM00022 Mouse Hmbs qPCR Primer Pair 200/1000¢%
QMO00026 Mouse Hprt qPCR Primer Pair 200/1000¢X
QMO00030 Mouse Hsp90ab1 qPCR Primer Pair 200/1000X
QMO00034 Mouse Hsp90aal qPCR Primer Pair 200/1000¢X
QMO00038 Mouse Ldha qPCR Primer Pair 200/1000¢X
QMO00042 Mouse Pgkl qPCR Primer Pair 200/1000¢%
QMO00046 Mouse Rn18s qPCR Primer Pair 200/1000¢%
QM00050 Mouse Rpl30 qPCR Primer Pair 200/1000¢X
QMO00054 Mouse Thp qPCR Primer Pair 200/1000/X
QMO00058 Mouse Tfrc qPCR Primer Pair 200/1000¢X
QM00062 Mouse Rpl13a qPCR Primer Pair 200/1000¢X
QMO00066 Mouse Tubb4a qPCR Primer Pair 200/1000/5000¢X
QMO00070 Mouse Ywhaz qPCR Primer Pair 200/1000¢%
QMO00074 Mouse Nono qPCR Primer Pair 200/1000¢X
QMO00078 Mouse Rplpl qPCR Primer Pair 200/1000¢X
QMO00082 Mouse Ppih qPCR Primer Pair 200/1000¢X
QMO00086 Mouse Sdha qPCR Primer Pair 200/1000¢X
QMO00090 Mouse Gusb qPCR Primer Pair 200/1000¢%
QMO00094 Mouse Ppia qPCR Primer Pair 200/1000¢%

MM AGapdh, Rplp0. Actb, TubbMIB2mfENAZ, (HANFIX =F AR LK TR, A L2 A Hprt1s{Rn18s
TERANS, NIRFFRERSERRER, LiRs [y 24X/ [5-6],
3. EFDNA (gDNA)5 Y% (F T gDNAG Fefanil) :

] R AR (23
QHO00101 Human HGDC Primer Pair 200/1000¢%
QMO00098 Mouse MGDC Primer Pair 200/1000¢X

{£: To obtain reliable qPCR data, genomic DNA contamination should be tested by qPCR with genomic DNA
contamination primer pair [7]o
4. SYBR Green qPCR Mix [ 4E#1:

77 RS 7 AR (2B
D7260 BeyoFast™ SYBR Green qPCR Mix (2X) 1/5/25ml
D7262 BeyoFast™ SYBR Green qPCR Mix (2X, Low ROX) 1/5/25ml
D7265 BeyoFast™ SYBR Green qPCR Mix (2X, High ROX) 1/5/25ml
D7268 BeyoFast™ SYBR Green One-Step qRT-PCR Kit 100/500{%
D7501 BeyoFast™ SYBR Green qPCR Mix (2X, Bii5 %) 1/5/25ml
D7503 BeyoFast™ SYBR Green gPCR Mix (2X, Low ROX, Fii5%:%) 1/5/25ml
57507 BeyoFast™ SYBR Green qPiE() Mix (2X, High ROX, Fjji5% 1/5/25ml

i
D7509 BeyoFast™ SYBR Green One-Step qRT-PCR Kit (fii5 4%!) 100/500¥%
FASA011-1pc BeyoGold™:H R s il 148
FSF002 JOLE EPCRAERE(ABIF)4£) 207 /fudE
FSF035-100pcs BeyoGold™ % & PCR A B AR (1 5URY) 100}y /63%
FSF039-20pcs BeyoGold™ % e & PCR A AR AR (B, 3k 157 %5) 207 /6%
FSF039-100pcs BeyoGold™ e s PCRAT BB (B, BEC19345) 1007 /f1%E
FTUB325-1box BeyoGold™ qPCR/\BkHFE (0.2ml, “F-35, EHH) 125H/&
FTUB325-10bxs BeyoGold™ qPCR/\BXHFE (0.2ml, -2, JEH) 1258E/&, 108/48

FTUB333 W E BPCRAI6LMR(ABIFHEE) 20 /A
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FTUB337-5bxs

BeyoGold™ %€ #PCRA 6L (0.2ml, 4814, EH

FTUB384 PHTE B PCRA 384 LR (ABI73%5) 207 /0%
FTUB335-1box BeyoGold™# i &PCRAII6FLAR(0.2ml, ot 1#EHA) 100N /8
FTUB335-5bxs BeyoGold™Z e &PCRAI6FLAR(0.2ml, otz #EHH) 101N/ &, S&/5
FTUB337-1box BeyoGold™Ze e BPCRAIGFLIR(0.2ml, 4814, #EHH) 104N/&

( )

101N/&, S&/4

H=zuXK/Beyotime 400-1683301/800-8283301
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